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Restriction to one of the following inventions is required under 35 U.S.C. 121 : 
Nucleic Acids 

1. Claims 1, 2, 4, and 13-22, drawn to nucleic acid encoding a chimeric 
transcription factor comprising an activation domain responsive to Jak-STAT signal 
transduction pathway and a synthetic DNA binding domain containing at least 
one non-zinc finger polypeptide, classified in class 536, subclass 23.1. 

2. Claims 1, 2, 4, and 13-22, drawn to nucleic acid encoding a chimeric transcription 
factor comprising an activation domain responsive to MAP kinase signal 
transduction pathway and a synthetic DNA binding domain containing at least 
one non-zinc finger polypeptide, classified in class 536, subclass 23.1 . 

3. Claims 1, 2, 4, and 13-22, drawn to nucleic acid encoding a chimeric transcription 
factor comprising an activation domain responsive to phosphatidyl inositol/Ca ++ 
signal transduction pathway and a synthetic DNA binding domain containing at 
least one non-zinc finger polypeptide, classified in class 536, subclass 23.1 . 

4. Claims 1,2, 4, and 13-22, drawn to nucleic acid encoding a chimeric 
transcription factor comprising an activation domain responsive to cyclic 
nucleotide signal transduction pathway and a synthetic DNA binding domain 
containing at least one non-zinc finger polypeptide, classified in class 536, 
subclass 23.1. 

5. Claims 1, 3, 4, and 13-22, drawn to nucleic acid encoding a chimeric transcription 
factor comprising an activation domain that is a ligand binding domain and a 
synthetic DNA binding domain containing at least one non-zinc finger 
polypeptide, classified in class 536, subclass 23.1 . 

6. Claims 1, 2, 5-8, and 13-22, drawn to nucleic acid encoding a chimeric 
transcription factor comprising an activation domain responsive to Jak-STAT signal 
transduction pathway and a synthetic DNA binding domain containing at least 
one modified zinc finger polypeptide, classified in class 536, subclass 23.1 . 

7. Claims 1, 2, 5-8, and 13-22, drawn to nucleic acid encoding a chimeric 
transcription factor comprising an activation domain responsive to MAP kinase 
signal transduction pathway and a synthetic DNA binding domain containing at 
least one modified zinc finger polypeptide, classified in class 536, subclass 23.1 . 

8. Claims 1, 2, 5-8, and 13-22, drawn to nucleic acid encoding a chimeric 
transcription factor comprising an activation domain responsive to phosphatidyl 
inositol/Ca ++ signal transduction pathway and a synthetic DNA binding domain 
containing at least one modified zinc finger polypeptide, classified in class 536, 
subclass 23.1. 

9. Claims 1, 2, 5-8, and 13-22, drawn to nucleic acid encoding a chimeric 
transcription factor comprising an activation domain responsive to cyclic 
nucleotide signal transduction pathway and a synthetic DNA binding domain 
containing at least one modified zinc finger polypeptide, classified in class 536, 
subclass 23.1. 

10. Claims 1, 3, 5-8,12, and 13-22, drawn to nucleic acid encoding a chimeric 
transcription factor comprising an activation domain that is a ligand binding 
domain and a synthetic DNA binding domain containing at least one modified 
zinc finger polypeptide, classified in class 536, subclass 23.1. 

1 1 . Claims 1 , 5, 9, and 13-22, drawn to nucleic acid encoding a chimeric transcription 
factor comprising an activation domain that is responsive to a cytokine receptor 
signal pathway and a synthetic DNA binding domain containing at least one 
modified zinc finger polypeptide, classified in class 536, subclass 23.1. 
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12. Claims 1,5, 10, and 13-22, drawn to nucleic acid encoding a chimeric 
transcription factor comprising an activation domain that is responsive to a 
growth factor signal pathway and a synthetic DNA binding domain containing at 
least one modified zinc finger polypeptide, classified in class 536, subclass 23.1 . 

13. Claims 1,5, 11, and 13-22, drawn to nucleic acid encoding a chimeric 
transcription factor comprising an activation domain that is responsive to a G- 
protein coupled receptor signal pathway and a synthetic DNA binding domain 
containing at least one modified zinc finger polypeptide, classified in class 536, 
subclass 23.1. 

Inventions 1-13 are drawn to a variety of nucleic acids encoding chimeric 
transcription factors having differing structures and differing functions. Therefore, 
if any one of Inventions 1-13 is elected, the examination of the invention will be 
carried out only in-so-far as it pertains to the subject matter of the elected 
invention. 

Transcription Factors 

14. Claims 23, 25, and 26, drawn to a chimeric transcription factor comprising an 
activation domain responsive to Jak-STAT signal transduction pathway and a 
synthetic DNA binding domain containing at least one non-zinc finger 
polypeptide, classified in class 530, subclass 350. 

15. Claims 23, 25, and 26, drawn to a chimeric transcription factor comprising an 
activation domain responsive to MAP kinase signal transduction pathway and a 
synthetic DNA binding domain containing at least one non-zinc finger 
polypeptide, classified in class 530, subclass 350. 

1 6. Claims 23, 25, and 26, drawn to a chimeric transcription factor comprising an 
activation domain responsive to phosphatidyl inositol/Ca ++ signal transduction 
pathway and a synthetic DNA binding domain containing at least one non-zinc 
finger polypeptide, classified in class 530, subclass 350. 

1 7. Claims 23, 25, and 26, drawn to a chimeric transcription factor comprising an 
activation domain responsive to cyclic nucleotide signal transduction pathway 
and a synthetic DNA binding domain containing at least one non-zinc finger 
polypeptide, classified in class 530, subclass 350. 

18. Claims 23, 25, and 26, drawn to a chimeric transcription factor comprising an 
activation domain that is a ligand binding domain and a synthetic DNA binding 
domain containing at least one non-zinc finger polypeptide, classified in class 
530, subclass 350. 

19. Claims 23, 25, and 26, drawn to a chimeric transcription factor comprising an 
activation domain responsive to Jak-STAT signal transduction pathway and a 
synthetic DNA binding domain containing at least one modified zinc finger 
polypeptide, classified in class 530, subclass 350. 

20. Claims 23, 25, and 26, drawn to a chimeric transcription factor comprising an 
activation domain responsive to MAP kinase signal transduction pathway and a 
synthetic DNA binding domain containing at least one modified zinc finger 
polypeptide, classified in class 530, subclass 350. 

21 . Claims 23, 25, and 26, drawn to a chimeric transcription factor comprising an 
activation domain responsive to phosphatidyl inositol/Ca ++ signal transduction 
pathway and a synthetic DNA binding domain containing at least one modified 
zinc finger polypeptide, classified in class 530, subclass 350. 
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22. Claims 23, 25, and 26, drawn a chimeric transcription factor comprising an 
activation domain responsive to cyclic nucleotide signal transduction pathway 
and a synthetic DNA binding domain containing at least one modified zinc finger 
polypeptide, classified in class 530, subclass 350. 

23. Claims 23, 25, and 26, drawn to a chimeric transcription factor comprising an 
activation domain that is a ligand binding domain and a synthetic DNA binding 
domain containing at least one modified zinc finger polypeptide, classified in 
class 530, subclass 350. 

24. Claims 23, 25, and 26, drawn to a chimeric transcription factor comprising an 
activation domain that is responsive to a cytokine receptor signal pathway and a 
synthetic DNA binding domain containing at least one modified zinc finger 
polypeptide, classified in class 530, subclass 350. 

25. Claims 23, 25, and 26, drawn to a chimeric transcription factor comprising an 
activation domain that is responsive to a growth factor signal pathway and a 
synthetic DNA binding domain containing at least one modified zinc finger 
polypeptide, classified in class 530, subclass 350. 

26. Claims 23, 25, and 26, drawn to a chimeric transcription factor comprising an 
activation domain that is responsive to a G-protein coupled receptor signal 
pathway and a synthetic DNA binding domain containing at least one modified 
zinc finger polypeptide, classified in class 530, subclass 350. 

Inventions 14-26 are drawn to a variety of chimeric transcription factors having 
differing structures and differing functions. Therefore, if any one of Inventions 14- 
26 is elected, the examination of the invention will be carried out only in-so-far as 
it pertains to the subject matter of the elected invention. 



Antibodies 

27. Claim 24, drawn to an antibody against a chimeric transcription factor 
comprising an activation domain responsive to Jak-STAT signal transduction 
pathway and a synthetic DNA binding domain containing at least one non-zinc 
finger polypeptide, classified in class 530, subclass 387.1. 

28. Claim 24, drawn to an antibody against a chimeric transcription factor 
comprising an activation domain responsive to MAP kinase signal transduction 
pathway and a synthetic DNA binding domain containing at least one non-zinc 
finger polypeptide, classified in class 530, subclass 387.1 . 

29. Claim 24, drawn to an antibody against a chimeric transcription factor 
comprising an activation domain responsive to phosphatidyl inositol/Ca ++ signal 
transduction pathway and a synthetic DNA binding domain containing at least 
one non-zinc finger polypeptide, classified in class 530, subclass 387.1 . 

30. Claim 24, drawn to an antibody against a chimeric transcription factor 
comprising an activation domain responsive to cyclic nucleotide signal 
transduction pathway and a synthetic DNA binding domain containing at least 
one non-zinc finger polypeptide, classified in class 530, subclass 387.1. 

31 . Claim 24, drawn to an antibody against a chimeric transcription factor 
comprising an activation domain that is a ligand binding domain and a synthetic 
DNA binding domain containing at least one non-zinc finger polypeptide, 
classified in class 530, subclass 387.1. 

32. Claim 24, drawn to an antibody against a chimeric transcription factor 
comprising an activation domain responsive to Jak-STAT signal transduction 
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pathway and a synthetic DNA binding domain containing at least one modified 
zinc finger polypeptide, classified in class 530, subclass 387 A . 

33. Claim 24, drawn to an antibody against a chimeric transcription factor 
comprising an activation domain responsive to MAP kinase signal transduction 
pathway and a synthetic DNA binding domain containing at least one modified 
zinc finger polypeptide, classified in class 530, subclass 387.1 . 

34. Claim 24, drawn to an antibody against a chimeric transcription factor 
comprising an activation domain responsive to phosphatidyl inositol/Ca ++ signal 
transduction pathway and a synthetic DNA binding domain containing at least 
one modified zinc finger polypeptide, classified in class 530, subclass 387.1 . 

35. Claim 24, drawn an antibody against a chimeric transcription factor comprising 
an activation domain responsive to cyclic nucleotide signal transduction 
pathway and a synthetic DNA binding domain containing at least one modified 
zinc finger polypeptide, classified in class 530, subclass 387.1 . 

36. Claim 24, drawn to an antibody against a chimeric transcription factor 
comprising an activation domain that is a ligand binding domain and a synthetic 
DNA binding domain containing at least one modified zinc finger polypeptide, 
classified in class 530, subclass 387.1. 

37. Claim 24, drawn to an antibody against a chimeric transcription factor 
comprising an activation domain that is responsive to a cytokine receptor signal 
pathway and a synthetic DNA binding domain containing at least one modified 
zinc finger polypeptide, classified in class 530, subclass 387.1 . 

38. Claim 24, drawn to an antibody against a chimeric transcription factor 
comprising an activation domain that is responsive to a growth factor signal 
pathway and a synthetic DNA binding domain containing at least one modified 
zinc finger polypeptide, classified in class 530, subclass 387.1. 

39. Claim 24, drawn to an antibody against a chimeric transcription factor 
comprising an activation domain that is responsive to a G-protein coupled 
receptor signal pathway and a synthetic DNA binding domain containing at least 
one modified zinc finger polypeptide, classified in class 530, subclass 387.1. 

Inventions 27-39 are drawn to a variety of antibodies against chimeric 
transcription factors having differing structures and differing functions. Therefore, 
if any one of Inventions 27-39 is elected, the examination of the invention will be 
carried out only in-so-far as it pertains to the subject matter of the elected 
invention. 



Method, using cell comprising nucleic acid encoding chimeric transcription factor; assay 
mRNA levels 

40. Claims 27-30, 34-36, 39-43, and 46-48, drawn to a method comprising measuring 
mRNA levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain responsive to Jak- 
STAT signal transduction pathway and a synthetic DNA binding domain 
containing at least one non-zinc finger polypeptide, classified in class 435, 
subclass 6. 

41 . Claims 27-30, 34-36, 39-43, and 46-48, drawn to a method comprising measuring 
mRNA levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain responsive to MAP 
kinase signal transduction pathway and a synthetic DNA binding domain 
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containing at least one non-zinc finger polypeptide, classified in class 435, 
subclass 6. 

42. Claims 27-30, 34-36, 39-43, and 46-48, drawn to a method comprising measuring 
mRNA levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain responsive to 
phosphatidyl inositol/Ca ++ signal transduction pathway and a synthetic DNA 
binding domain containing at least one non-zinc finger polypeptide, classified in 
class 435, subclass 6. 

43. Claims 27-30, 34-36, 39-43, and 46-48, drawn to a method comprising measuring 
mRNA levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain responsive to 
cyclic nucleotide signal transduction pathway and a synthetic DNA binding 
domain containing at least one non-zinc finger polypeptide, classified in class 
435, subclass 6. 

44. Claims 27-30, 34-36, 39-43, and 46-48, drawn to a method comprising measuring 
mRNA levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain that is a ligand 
binding domain and a synthetic DNA binding domain containing at least one 
non-zinc finger polypeptide, classified in class 435, subclass 6. 

45. Claims 27-30, 34-36, 39-43, and 46-48, drawn to a method comprising measuring 
mRNA levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain responsive to Jak- 
STAT signal transduction pathway and a synthetic DNA binding domain 
containing at least one modified zinc finger polypeptide, classified in class 435, 
subclass 6. 

46. Claims 27-30, 34-36, 39-43, and 46-48, drawn to a method comprising measuring 
mRNA levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain responsive to MAP 
kinase signal transduction pathway and a synthetic DNA binding domain 
containing at least one modified zinc finger polypeptide, classified in class 435, 
subclass 6. 

47. Claims 27-30, 34-36, 39-43, and 46-48, drawn to a method comprising measuring 
mRNA levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain responsive to 
phosphatidyl inositol/Ca ++ signal transduction pathway and a synthetic DNA 
binding domain containing at least one modified zinc finger polypeptide, 
classified in class 435, subclass 6. 

48. Claims 27-30, 34-36, 39-43, and 46-48, drawn to a method comprising measuring 
mRNA levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain responsive to 
cyclic nucleotide signal transduction pathway and a synthetic DNA binding 
domain containing at least one modified zinc finger polypeptide, classified in 
class 435, subclass 6. 

49. Claims 27-30, 34-36, 39-43, and 46-48, drawn to a method comprising measuring 
mRNA levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain that is a ligand 
binding domain and a synthetic DNA binding domain containing at least one 
modified zinc finger polypeptide, classified in class 435, subclass 6. 

50. Claims 27-30, 34-36, 39-43, and 46-48, drawn to a method comprising measuring 
mRNA levels of an endogenous gene under the transcriptional control of a 
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chimeric transcription factor comprising an activation domain that is responsive 
to a cytokine receptor signal pathway and a synthetic DNA binding domain 
containing at least one modified zinc finger polypeptide, classified in class 435 
subclass 6. 

51 . Claims 27-30, 34-36, 39-43, and 46-48, drawn to a method comprising measuring 
mRNA levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain that is responsive 
to a growth factor signal pathway and a synthetic DNA binding domain 
containing at least one modified zinc finger polypeptide, classified in class 435 
subclass 6. 

52. Claims 27-30, 34-36, 39-43, and 46-48, drawn to a method comprising measuring 
mRNA levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain that is responsive 
to a G-protein coupled receptor signal pathway and a synthetic DNA binding 
domain containing at least one modified zinc finger polypeptide, classified in 
class 435, subclass 6. 

Inventions 40-52 are drawn to a variety of methods assaying various mRNAs under 
the control of a chimeric transcription factors having differing structures and 
differing functions. Therefore, if any one of Inventions 40-52 is elected, the 
examination of the invention will be carried out only in-so-far as it pertains to the 
subject matter of the elected invention. 

Method, using cell comprising nucleic acid encoding chimeric transcription factor; assay 
protein levels 

53. Claims 27-29, 34-36, 39-4 1 , 43, 46-48, drawn to a method comprising measuring 
protein levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain responsive to Jak- 
STAT signal transduction pathway and a synthetic DNA binding domain 
containing at least one non-zinc finger polypeptide, classified in class 435, 
subclass 7.1. 

54. Claims 27-29, 34-36, 39-4 1 , 43, 46-48, drawn to a method comprising measuring 
protein levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain responsive to MAP 
kinase signal transduction pathway and a synthetic DNA binding domain 
containing at least one non-zinc finger polypeptide, classified in class 435 
subclass 7.1. 

55. Claims 27-29, 34-36, 39-41 . 43, 46-48, drawn to a method comprising measuring 
protein levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain responsive to 
phosphatidyl inositol/Ca ++ signal transduction pathway and a synthetic DNA 
binding domain containing at least one non-zinc finger polypeptide, classified in 
class 435, subclass 7.1. 

56. Claims 27-29, 34-36, 39-41 , 43, 46-48, drawn to a method comprising measuring 
protein levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain responsive to 
cyclic nucleotide signal transduction pathway and a synthetic DNA binding 
domain containing at least one non-zinc finger polypeptide, classified in class 
435, subclass 7. 1 . 
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57. 



58. 



59. 



60. 



61. 



62. 



63. 



64. 



65. 



Claims 27-29 34-36, 39-41, 43, 46-48, drawn to a method comprising measuring 
protein levels of an endogenous gene under the transcriptional control of a 
chimenc transcription factor comprising an activation domain that is a ligand 
binding domain and a synthetic DNA binding domain containing at least one 
non-zinc finger polypeptide, classified in class 435, subclass 6 
Claims 27-29, 34-36, 39-41, 43, 46-48, drawn to a method comprising measuring 
protein levels of an endogenous gene under the transcriptional control of a 
chimenc transcription factor comprising an activation domain responsive to Jak- 
6IAI signal transduction pathway and a synthetic DNA binding domain 
containing at least one modified zinc finger polypeptide, classified in class 435 
subclass 7.1 . 

Claims 27-29, 34-36, 39-41, 43, 46-48, drawn to a method comprising measuring 
protein levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain responsive to MAP 
kinase signal transduction pathway and a synthetic DNA binding domain 
containing at least one modified zinc finger polypeptide, classified in class 435 
subclass 7.1. 

Claims 227-29, 34-36, 39-41, 43, 46-48, drawn to q method comprising measuring 
protein levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain responsive to 
phosphatidyl inositol/Ca~ signal transduction pathway and a synthetic DNA 
binding domain containing at least one modified zinc finger polypeptide 
classified in class 435, subclass 7 1 

Claims 27-29, 34-36, 39-41, 43, 46-48, drawn to a method comprising measuring 
protein levels of an endogenous gene under the transcriptional control of a 
chimenc transcription factor comprising an activation domain responsive to 
cyclic nucleotide signal transduction pathway and a synthetic DNA binding 
domain containing at least one modified zinc finger polypeptide, classified in 
class 435, subclass 7.1. 

Claims 27-29, 34-36, 39-41, 43, 46-48, drawn to a method comprising measuring 
protein levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain that is a ligand 
binding domain and a synthetic DNA binding domain containing at least one 
modified zinc finger polypeptide, classified in class 435, subclass 7 1 
Claims 27-29, 34-36, 39-41, 43, 46-48, drawn to a method comprising measuring 
protein levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain that is responsive 
to a cytokine receptor signal pathway and a synthetic DNA binding domain 
containing at least one modified zinc finger polypeptide, classified in class 435 
subclass 7.1. 

Claims 27-29, 34-36, 39-41, 43, 46-48, drawn to a method comprising measuring 
protein levels of an endogenous gene under the transcriptional control of a 
chimeric transcription factor comprising an activation domain that is responsive 
to a growth factor signal pathway and a synthetic DNA binding domain 
containing at least one modified zinc finger polypeptide, classified in class 435 
subclass 7.1. 

Claims 27-29, 34-36, 39-41, 43, 46-48, drawn to a method comprising measuring 
protein levels of an endogenous gene under the transcriptional control of a 
ch.menc transcription factor comprising an activation domain that is responsive 
to a G-protem coupled receptor signal pathway and a synthetic DNA binding 
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domain containing at least one modified zinc finger polypeptide, classified in 
class 435, subclass 7.1. 

Inventions 53-65 are drawn to a variety of methods assaying various protein levels 
under the control of a chimeric transcription factors having differing structures 
and differing functions. Therefore, if any one of Inventions 53-65 is elected, the 
examination of the invention will be carried out only in-so-far as it pertains to the 
subject matter of the elected invention. 

Method, using cell comprising nucleic acid encoding chimeric transcription factor; 
assaying enzymatic activities 

66. Claims 27-29, 32-36, 39-4 1 , 44, 45, 47, 48, drawn to a method comprising 
measuring enzymatic activities resulting from expression of an endogenous gene 
under the transcriptional control of a chimeric transcription factor comprising an 
activation domain responsive to Jak-STAT signal transduction pathway and a 
synthetic DNA binding domain containing at least one non-zinc finger 
polypeptide, classified in class 435, subclass 183. 

67. Claims 27-29, 32-36, 39-41, 44, 45, 47, 48 drawn to a method comprising measuring 
enzymatic activities resulting from expression of an endogenous gene under the 
transcriptional control of a chimeric transcription factor comprising an activation 
domain responsive to MAP kinase signal transduction pathway and a synthetic 
DNA binding domain containing at least one non-zinc finger polypeptide 
classified in class 435, subclass 183. 

68. Claims 27-29, 32-36, 39-41 , 44, 45, 47, 48, drawn.to a method comprising 
measuring enzymatic activities resulting from expression of an endogenous gene 
under the transcriptional control of a chimeric transcription factor comprising an 
activation domain responsive to phosphatidyl inositol/Ca ++ signal transduction 
pathway and a synthetic DNA binding domain containing at least one non-zinc 
finger polypeptide, classified in class 435, subclass 183 

69. Claims 27-29, 32-36, 39-4 1 , 44, 45, 47, 48, drawn to a method comprising 
measuring enzymatic activities resulting from expression of an endogenous gene 
under the transcriptional control of a chimeric transcription factor comprising an 
activation domain responsive to cyclic nucleotide signal transduction pathway 
and a synthetic DNA binding domain containing at least one non-zinc finger 
polypeptide, classified in class 435, subclass 183 

70. Claims 27-29, 32-36, 39-41 , 44, 45, 47, 48, drawn to a method comprising 
measuring enzymatic activities resulting from expression of an endogenous gene 
under the transcriptional control of a chimeric transcription factor comprising an 
activation domain that is a ligand binding domain and a synthetic DNA binding 
domain containing at least one non-zinc finger polypeptide, classified in class 
435, subclass 183. 

71. Claims 27-29, 32-36, 39-41, 44, 45, 47, 48,drawn to a method comprising measuring 
enzymatic activities resulting from expression of an endogenous gene under the 
transcriptional control of a chimeric transcription factor comprising an activation 
domain responsive to Jak-STAT signal transduction pathway and a synthetic DNA 
binding domain containing at least one modified zinc finger polypeptide 
classified in class 435, subclass 183. 

72. Claims 27-29, 32- 36, 39-41 , 44, 45, 47, 48,drawn to a method comprising 
measuring enzymatic activities resulting from expression of an endogenous gene 
under the transcriptional control of a chimeric transcription factor comprising an 
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activation domain responsive to MAP kinase signal transduction pathway and a 
synthetic DNA binding domain containing at least one modified zinc finger 
polypeptide, classified in class 435, subclass 183. 

73. Claims 27-29, 32-36, 39-4 1 , 44, 45, 47, 48, drawn to a method comprising 
measuring enzymatic activities resulting from expression of an endogenous gene 
under the transcriptional control of a chimeric transcription factor comprising an 
activation domain responsive to phosphatidyl inositol/Ca ++ signal transduction 
pathway and a synthetic DNA binding domain containing at least one modified 
zinc finger polypeptide, classified in class 435, subclass 183. 

74. Claims 27-29, 32-36. 39-41 , 44, 45, 47, 48, drawn to a method comprising 
measuring enzymatic activities resulting from expression of an endogenous gene 
under the transcriptional control of a chimeric transcription factor comprising an 
activation domain responsive to cyclic nucleotide signal transduction pathway 
and a synthetic DNA binding domain containing at least one modified zinc finger 
polypeptide, classified in class 435, subclass 183. 

75. Claims 27-29, 32-36, 39-4 1 , 44, 45, 47, 48, drawn to a method comprising 
measuring enzymatic activities resulting from expression of an endogenous gene 
under the transcriptional control of a chimeric transcription factor comprising an 
activation domain that is a ligand binding domain and a synthetic DNA binding 
domain containing at least one modified zinc finger polypeptide, classified in 
class 435, subclass 183. 

76. Claims 27-29, 32-36, 39-41 , 44, 45, 47, 48, drawn to a method comprising 
measuring enzymatic activities resulting from expression of an endogenous gene 
under the transcriptional control of a chimeric transcription factor comprising an 
activation domain that is responsive to a cytokine receptor signal pathway and a 
synthetic DNA binding domain containing at least one modified zinc finger 
polypeptide, classified in class 435, subclass 183. 

77. Claims27-29, 32-36, 39-41 , 44, 45, 47, 48, drawn to a method comprising measuring 
enzymatic activities resulting from expression of an endogenous gene under the 
transcriptional control of a chimeric transcription factor comprising an activation 
domain that is responsive to a growth factor signal pathway and a synthetic DNA 
binding domain containing at least one modified zinc finger polypeptide, 
classified in class 435, subclass 183. 

78. Claims 27-29, 32-36, 39-4 1 , 44, 45, 47, 48, drawn to a method comprising 
measuring enzymatic activities resulting from expression of an endogenous gene 
under the transcriptional control of a chimeric transcription factor comprising an 
activation domain that is responsive to a G-protein coupled receptor signal 
pathway and a synthetic DNA binding domain containing at least one modified 
zinc finger polypeptide, classified in class 435, subclass 183. 

Inventions 66-78 are drawn to a variety of methods assaying various enzymatic 
activities expressed under the control of a chimeric transcription factors having 
differing structures and differing functions. Therefore, if any one of Inventions 66- 
78 is elected, the examination of the invention will be carried out only in-so-far as 
it pertains to the subject matter of the elected invention. 

Method, using cell comprising nucleic acid encoding chimeric transcription factor- 
assessing cell phenotype 

79. Claims 27-29, 32-41 , 49, 50, drawn to a method comprising assessing cell 
phenotype resulting from expression of an endogenous gene under the 
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transcriptional control of a chimeric transcription factor comprising an activation 
domain responsive to Jak-STAT signal transduction pathway and a synthetic DNA 
binding domain containing at least one non-zinc finger polypeptide, classified in 
class 435, subclass 69.1. 

80. Claims 27-29, 32-41, 49, 50, drawn to a method comprising assessing cell 
phenotype resulting from expression of an endogenous gene under the 
transcriptional control of a chimeric transcription factor comprising an activation 
domain responsive to MAP kinase signal transduction pathway and a synthetic 
DNA binding domain containing at least one non-zinc finger polypeptide, 
classified in class 435, subclass 69.1 . 

81. Claims 27-29, 32-41, 49, 50, drawn to a method comprising assessing cell 
phenotype resulting from expression of an endogenous gene under the 
transcriptional control of a chimeric transcription factor comprising an activation 
domain responsive to phosphatidyl inositol/Ca ++ signal transduction pathway 
and a synthetic DNA binding domain containing at least one non-zinc finger 
polypeptide, classified in class 435, subclass 69.1. 

82. Claims 27-29, 32-41, 49, 50, drawn to a method comprising assessing cell 
phenotype resulting from expression of an endogenous gene under the 
transcriptional control of a chimeric transcription factor comprising an activation 
domain responsive to cyclic nucleotide signal transduction pathway and a 
synthetic DNA binding domain containing at least one non-zinc finger 
polypeptide, classified in class 435, subclass 69.1. 

83. Claims 27-29, 32-4 1 , 49, 50, drawn to a method comprising assessing cell 
phenotype resulting from expression of an endogenous gene under the 
transcriptional control of a chimeric transcription factor comprising an activation 
domain that is a ligand binding domain and a synthetic DNA binding domain 
containing at least one non-zinc finger polypeptide, classified in class 435, 
subclass 69.1. 

84. Claims 27-29, 32-41 , 49, 50, drawn to a method comprising assessing cell 
phenotype resulting from expression of an endogenous gene under the 
transcriptional control of a chimeric transcription factor comprising an activation 
domain responsive to Jak-STAT signal transduction pathway and a synthetic DNA 
binding domain containing at least one modified zinc finger polypeptide, 
classified in class 435, subclass 69.1. 

85. Claims 27-29, 32-41, 49, 50, drawn to a method comprising assessing cell 
phenotype resulting from expression of an endogenous gene under the 
transcriptional control of a chimeric transcription factor comprising an activation 
domain responsive to MAP kinase signal transduction pathway and a synthetic 
DNA binding domain containing at least one modified zinc finger polypeptide, 
classified in class 435, subclass 69.1 . 

86. Claims 27-29, 32-4 1 , 49, 50, drawn to a method comprising assessing cell 
phenotype resulting from expression of an endogenous gene under the 
transcriptional control of a chimeric transcription factor comprising an activation 
domain responsive to phosphatidyl inositol/Ca ++ signal transduction pathway 
and a synthetic DNA binding domain containing at least one modified zinc finger 
polypeptide, classified in class 435, subclass 69.1. 

87. Claims 27-29, 32-41, 49, 50, drawn to a method comprising assessing cell 
phenotype resulting from expression of an endogenous gene under the 
transcriptional control of a chimeric transcription factor comprising an activation 
domain responsive to cyclic nucleotide signal transduction pathway and a 
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synthetic DNA binding domain containing at least one modified zinc finger 
polypeptide, classified in class 435, subclass 69.1. 

88. Claims 27-29, 32-41 , 49, 50, drawn to a method comprising assessing cell 
phenotype resulting from expression of an endogenous gene under the 
transcriptional control of a chimeric transcription factor comprising an activation 
domain that is a ligand binding domain and a synthetic DNA binding domain 
containing at least one modified zinc finger polypeptide, classified in class 435 
subclass 69.1. 

89. Claims 27-29, 32-4 1 , 49, 50, drawn to a method comprising assessing cell 
phenotype resulting from expression of an endogenous gene under the 
transcriptional control of a chimeric transcription factor comprising an activation 
domain that is responsive to a cytokine receptor signal pathway and a synthetic 
DNA binding domain containing at least one modified zinc finger polypeptide 
classified in class 435, subclass 69.1 . 

90. Claims 27-29, 32-41, 49, 50, drawn to a method comprising assessing cell 
phenotype resulting from expression of an endogenous gene under the 
transcriptional control of a chimeric transcription factor comprising an activation 
domain that is responsive to a growth factor signal pathway and a synthetic DNA 
binding domain containing at least one modified zinc finger polypeptide 
classified in class 435, subclass 69.1 . 

91 . Claims 27-29, 32-41, 49, 50, drawn to a method comprising assessing cell 
phenotype resulting from expression of an endogenous gene under the 
transcriptional control of a chimeric transcription factor comprising an activation 
domain that is responsive to a G-protein coupled receptor signal pathway and a 
synthetic DNA binding domain containing at least one modified zinc finger 
polypeptide, classified in class 435, subclass 69. 1 . 

Inventions 78-91 are drawn to a variety of methods assaying various cell 
phenotypes expressed under the control of a chimeric transcription factors 
having differing structures and differing functions. Therefore, if any one of 
Inventions 78-91 is elected, the examination of the invention will be carried out 
only in-so-far as it pertains to the subject matter of the elected invention. 

92. Claims 51-61, drawn to nucleic acid encoding a chimeric transcription factor 
comprising an activation domain responsive to signal transduction from an 
extracellular ligand and a synthetic DNA binding domain that activates receptor 
gene transcription, classified in class 536, subclass 23. 1 . 

93. Claims 62-64, drawn to a chimeric transcription factor comprising an activation 
domain responsive to signal transduction from an extracellular ligand and a 
synthetic DNA binding domain that activates receptor gene transcription 
classified in class 530, subclass 350. 

94. Claim 65, drawn to an antibody against a chimeric transcription factor 
comprising an activation domain responsive to signal transduction from an 
extracellular ligand and a synthetic DNA binding domain that activates receptor 
gene transcription, classified in class 530, subclass 387.1. 

95. Claim 66, drawn to a method comprising stimulating a chimeric transcription 
factor comprising an activation domain responsive to signal transduction from an 
extracellular ligand and a synthetic DNA binding domain that activates receptor 
gene transcription, classified in class 514, subclass 2. 
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Claims 67 and 68, drawn to a method comprising measuring receptor activity ir 
a cell comprising nucleic acid encoding a chimeric transcription factor 
comprising an activation domain responsive to signal transduction from an 
extracellular ligand and a synthetic DNA binding domain that activates receptor 
gene transcription, classified in class 435, subclass 7.1. 



97. Claims 69-71 , drawn to nucleic acid encoding a chimeric transcription factor 
comprising a constitutively active domain, a synthetic DNA binding domain that 
activates endogenous gene transcription, and a membrane anchoring domain 
classified in class 536, subclass 23. 1 . 

98. Claims 72 and 73, drawn to a method comprising measuring gene expression in 
a cell comprising a nucleic acid encoding a chimeric transcription factor 
comprising a constitutively active domain, a synthetic DNA binding domain that 
activates endogenous gene transcription, and a membrane anchoring domain 
classified in class 435, subclass 6. 



101 



102 



99. Claims 74-77, drawn to a compound discovered in a method comprising use of a 
cell comprising nucleic acid encoding a chimeric transcription factor comprising 
an activation domain responsive to Jak-STAT signal transduction pathway and a 
synthetic DNA binding domain containing at least one non-zinc finger 
polypeptide, classified in class / subclass unknown. 

1 00. Claims 74-77, drawn to a compound discovered in a method comprising use of a 
cell comprising nucleic acid encoding a chimeric transcription factor comprising 
an activation domain responsive to MAP kinase signal transduction pathway and 
a synthetic DNA binding domain containing at least one non-zinc finger 
polypeptide, classified in class / subclass unknown. 

Claims 74-77, drawn to a compound discovered in a method comprising use of a 
cell comprising nucleic acid encoding a chimeric transcription factor comprising 
an activation domain responsive to phosphatidyl inositol/Ca ++ signal transduction 
pathway and a synthetic DNA binding domain containing at least one non-zinc 
finger polypeptide, classified in class / subclass unknown. 
Claims 74-77, drawn to a compound discovered in amethod comprising use of a 
cell comprising nucleic acid encoding a chimeric transcription factor comprising 
an activation domain responsive to cyclic nucleotide signal transduction 
pathway and a synthetic DNA binding domain containing at least one non-zinc 
finger polypeptide, classified in class / subclass unknown. 

1 03. Claims 74-77, drawn to a compound discovered in a method comprising use of a 
cell comprising nucleic acid encoding a chimeric transcription factor comprising 
an activation domain that is a ligand binding domain and a synthetic DNA 
binding domain containing at least one non-zinc finger polypeptide, classified in 
class / subclass unknown. 

1 04. Claims 74 and 75, drawn to a compound discovered in a method comprising use 
of a cell comprising nucleic acid encoding a chimeric transcription factor 
comprising an activation domain responsive to Jak-STAT signal transduction 
pathway and a synthetic DNA binding domain containing at least one modified 
zinc finger polypeptide, classified in class / subclass unknown. 

105. Claims 74-77, drawn to a compound discovered in a method comprising use of a 
cell comprising nucleic acid encoding a chimeric transcription factor comprising 
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an activation domain responsive to MAP kinase signal transduction pathway and 
a synthetic DNA binding domain containing at least one modified zinc finger 
polypeptide, classified in class / subclass unknown. 

106. Claims 74-77, drawn to a compound discovered in a method comprising use of a 
cell comprising nucleic acid encoding a chimeric transcription factor comprising 
an activation domain responsive to phosphatidyl inositol/Ca ++ signal transduction 
pathway and a synthetic DNA binding domain containing at least one modified 
zinc finger polypeptide, classified in class / subclass unknown. 

107. Claims 74-77, drawn to a compound discovered in a method comprising use of a 
cell comprising nucleic acid encoding a chimeric transcription factor comprising 
an activation domain responsive to cyclic nucleotide signal transduction 
pathway and a synthetic DNA binding domain containing at least one modified 
zinc finger polypeptide, classified in class / subclass unknown. 

108. Claims 74-77, drawn to a compound discovered in a method comprising use of a 
cell comprising nucleic acid encoding a chimeric transcription factor comprising 
an activation domain that is a ligand binding domain and a synthetic DNA 
binding domain containing at least one modified zinc finger polypeptide, 
classified in class / subclass unknown. 

109. Claims 74-77, drawn to a compound discovered in a method comprising use of a 
cell comprising nucleic acid encoding a chimeric transcription factor comprising 
an activation domain that is responsive to a cytokine receptor signal pathway 
and a synthetic DNA binding domain containing at least one modified zinc finger 
polypeptide, classified in class / subclass unknown. 

1 10. Claims 74-77, drawn to a compound discovered in a method comprising use of a 
cell comprising nucleic acid encoding a chimeric transcription factor comprising 
an activation domain that is responsive to a growth factor signal pathway and a 
synthetic DNA binding domain containing at least one modified zinc finger 
polypeptide, classified in class / subclass unknown. 

111. Claims 74-77, drawn to a compound discovered in a method comprising use of a 
cell comprising nucleic acid encoding a chimeric transcription factor comprising 
an activation domain that is responsive to a G-protein coupled receptor signal 
pathway and a synthetic DNA binding domain containing at least one modified 
zinc finger polypeptide, classified in class / subclass unknown. 

112. Claims 78-81, drawn to a a compound discovered in a method comprising use 
of a cell I comprising nucleic acid encoding a chimeric transcription factor 
comprising an activation domain responsive to signal transduction from an 
extracellular ligand and a synthetic DNA binding domain that activates receptor 
gene transcription, classified in class/subclass unknown. 

1 13. Claims 82-85, drawn to a compound discovered in a method comprising using a 
cell comprising a nucleic acid encoding a chimeric transcription factor 
comprising a constitutively active domain, a synthetic DNA binding domain that 
activates endogenous gene transcription, and a membrane anchoring domain 
classified in class/subclass unknown 

Inventions 99-1 13 are drawn to a variety of compounds used/discovered in the 
methods comprising use of a cell comprising a nucleic acid encoding a chimeric 
transcription factors having differing structures and differing functions. Therefore, 
if any one of Inventions 99-1 1 1 is elected, the examination of the invention will be 
carried out only in-so-far as it pertains to the subject matter of the elected 
invention. 
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The inventions are distinct, each from the other because of the following reasons: 

The nucle ic acids of Inventions 1-13 and 92 are related to the protein of Invention 14-26 
and 93, respectively, by virtue of encoding same. The DNA molecule has utility for the 
recombinant production of the protein in a host cell, as recited in the Claims of Invention I 
Although the DNA molecule and protein are related since the DNA encodes the specifically 
claimed protein, they are distinct inventions because the protein product can be made by 
another and materially different process, such as by synthetic peptide synthesis or purification 
from the natural source. Further, the DNA may be used for processes other than the production 
of the protein, such as nucleic acid hybridization assay. 

The proteins of Inventions 14-26 and 93 are related to the antibodies of Inventions 27-39 
and 94 respectively, by virtue of being the cognate antigen, necessary for the production of 
antibodies. Although the protein and antibody are related due to the necessary stearic 
complementarity of the two, they are distinct Inventions because the protein can be used in 
another and materially different process from the use for the production of the antibody such as 
in a pharmaceutical composition in its own right, or to assay or purify the natural ligand of the 
protein (if the protein is itself a receptor), or in assays for the identification of agonists or 
antagonists of the receptor protein. 

The nucleic acid of Inventions 1-13 and 92 and the antibody of Inventions 27-39 and 94 
respectively, are related by virtue of the protein that is encoded by the nucleic acid and 
necessary for the production of the antibody. However, the nucleic acid itself is not necessary 
for antibody production and both are wholly different compounds having different compositions 
and functions. Therefore, these Inventions are distinct. 

o-c * Io e .u UClei x C ° ddS ° f lnventions M3 - 92, and 97, the transcription factors of Inventions 14- 
26 and 93, the antibodies of Invention 27-39, and 94, and the compounds of Inventions 99-1 13 
differ in structure and function one from the other. Therefore, Inventions 1-13 92 and 97 14-26 
and 93, 27-39, and 94, and 99-1 13 are patentably distinct one from the other. 

The nucleic acids (in the cells) of Inventions 1-13, and the methods of Inventions 40-52 
respectively, the methods of 53-65, respectively, the methods of Inventions 66-78, respectively' 
or the methods of Inventions 79-91, respectively, are related as product and process of use The 
inventions can be shown to be distinct if either or both of the following can be shown- (1 ) the 
process for using the product as claimed can be practiced with another materially different 

Pr °2 UC alio o e o^ r ° dUGt aS Claimed can be used in a materially different process of using that 
product (MPEP § 806.05(h)). In the instant case the product as claimed can be used in a 
materially different process such as in any of the methods of Inventions 40-52, respectively the 
methods of 53-65, respectively, the methods of Inventions 66-78, respectively, or the methods of 
Inventions 79-91, respectively, or in the recombinant production of the encoded transcription 

♦• ^o^ 1 °! lnventions 14 " 39 < 92, 93, 94, 97. and 99-1 13 are not used in the method of 
f?om I Inventions 4^91 ' nVenti ° nS U " 39 ' ^ 93 ' H ^ Qnd 99-1 13 are Patentab ^ distinct 
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+ ^ J he f meth ° dsof Mentions 40-52, respectively, the methods of 53-65 respectiveh, the 
methods of Inventions 66-78, respectively, or the methods of Inventions T&FSZ^^L 
related ,n hat each method requires the use of nucleic acid in the cell of Invenion I - 3 
respectively. However, the steps and end points of the methods are «hoSt <«l 
herefore Inventions 40-52, respective^, the methods of 53-65, respectively he methods of 
hvent,ons 66-78, respectively, or the methods of Inventions 79-91. ^k^^SS^ 

=c^u=^ 

r^J hB nU ? ei ^ QC !? S (iP the Cells) of lnventi °n 92 and the method of Invention 96 are 

The product of Inventions 1 -39, 92, 94 97 and 99-1 1 ? nrp nn+ . +u *u , 

Sit " s '- 39 ' 92 ' 

The product of Inventions 1-39, 93, 94, 97, and 99-1 13 are not used in the method of 
ZtnZ It ^ ™' ^ ?? ' ™ 13 are P^^Z^ 

r^M ThG nU ? ei< I aC !? S (in the cells) of lnvention 97 and the method of Invention 98 are 

f S? ^ Pr ° CeSS ° f USS - The inVentions can be ^ to be ScHf either or 

both of the following can be shown: (1) the process for using the product as c orned ( ~ a n b° 

The methods of Inventions 40-91, Invention 95, Invention 96, and Invention 98 reauire 

9Tfnve n n«o° n t S h"? ^ endp ° inh - Therefore ' '"vS^n^ntkx, 

95, Invention 96, and Invention 98 are patentably distinct. mvennon 

senarntiT^- *!!!** i ™ en * ,ns are distinct ^ reasons given above and have acquired a 
SS5 2X^7^ ^ th6irdifferent C ' aSSifiCati0n ' reStriCfon ^examSr 
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Any inquiry concerning this communication or earlier communications from the examiner 
should be directed to Karen Cochrane Carlson. Ph.D. whose telephone number is 703-308-0034. 
The examiner can normally be reached on 7:00 AM - 4:00 PM, off alternate Fridays. 

If attempts to reach the examiner by telephone are unsuccessful, the examiner's 
supervisor. Dr. Christopher Low can be reached on 703-308-2329. The fax phone numbers for 
the organization where this application or proceeding is assigned are 703-308-4242 for regular 
communications and 703-308-4242 for After Final communications. 

Any inquiry of a general nature or relating to the status of this application or proceeding 
should be directed to the receptionist whose telephone number is 703-308-1 235. 
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